further analysis ( Figure 1A ). The clone was sequenced, and a nucleotide database search revealed that it is identical to human TAF1 (previously known as TAF II 250) [12, 13]. TAF1 is the largest subunit of the TFIID complex and is identical to a factor that has been implicated in UBF and a portion of TAF1 is also observed with cryo-
UBF and a portion of TAF1 is also observed with cryo- Figure 1A ). As shown in Figure 3D , TAF1 failed to stimulate transcription in the presence of UBFdx (lanes 1-3) , suggesting that the physical interaction between UBF and TAF1 is required for the stimulation of Pol I transcription. The finding that UBF, a Pol I-specific trans-acting factor, interacts with TAF1 is intriguing. TAF1 was originally identified as a component of the TFIID complex, a Pol II-specific factor incompetent of activating Pol I transcription (see Figure 3C) . Although TAFs were originally thought to be exclusively subunits of the TFIID complex, recent studies have revealed that some TAFs are components of other cellular multiprotein complexes, such as TFTC, SAGA, and PCAF, which, unlike TFIID, do not contain TBP [18] . Although TAF1 is not a component of these TBP-free complexes, a significant amount of TAF1 is found in a TBP-free form in human cells (our unpublished data; [19]), and a recent study has shown that Drosophila TAF1 (dmTAF1) is a component of the Polycomb Repressive Complex 1 (PRC1) [20] . Taken together, these results suggest that TAF1 is a regulatory protein involved in several aspects of Pol I and II transcription.
The involvement of TAF1 in the expression of genes transcribed by different nuclear polymerases is reminiscent of the TATA binding protein (TBP), which was originally thought to be solely a Pol II factor but was later also found to play an essential role in transcription by Pol I and III [21] . More recently, TFIIH, a basal Pol II transcription initiation factor, has been also implicated in Pol I transcription [22] .
The role of TAF1 in the transcription process is not well understood, but is likely that the regulatory properties of this factor are linked to its intrinsic enzymatic activity (kinase, histone acetyltransferase (HAT), and ubiquitin activating-conjugating activities) [10]. Gene chip hybridization and differential display experiments indicated that TAF1 is required for the regulation of a subset of Pol II-transcribed genes (16%-18%), most of which are involved in G1-to-S progression and cell growth [23, 24] . 
